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ABSTRACT

Studies of fungi on Dracaena and Pandanus were initiated in Thailand
(Chiang Mai, Phayao and Rayong Provinces) in order to investigate the ecology and
biodiversity of saprobic and pathogenic fungi from two wild plants, Dracaena lourieri
and Pandanus penetrans, and two cultivated plants, P. amaryllifolius and P.
odoratissimus.

Saprobic fungi were investigated from 160 samples of decaying tissues,
particularly leaves of D. lourieri and Pandanus spp. One-hundred and twenty-six
fungi were identified comprising 39 ascomycetes, 1 basidiomycete and 86
anamorphic fungi. Stachybotrys chartarum (70% of occurrence), was the most
common taxon found on D. louwrieri samples. Sporidesmium ghanaense and
Phaeosphaeria sp. (63%) were the dominant species from P. penetrans. Acremonium
sp- 6 (100%) was the most common species on P. amaryilifolius, while Aspergillus
parasiticus (67%) was the most commonly encountered species from Pandanus
odoratissimus. Distinct fungal communities were found on samples of Dracaena and
Pandanus species. In terms of the numbers of taxa recovered, fungi were more

diverse on wild species than on the cultivated species. Eleven new taxa were
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identified in this study. Linocarpon siamensis sp. nov. and L. suthepensis sp. nov.
have recently been described. Myrothecium pandanicola sp. nov., Ophioceras
chiangdaoensis sp. nov., Oxydothis siamensis sp. nov. Phaeonectriella pandani sp.
nov. and Zygosporium bioblitzi sp. nov. are informally described and illustrated in
Chapter 4, while 4 have yet to be informally described.

Fifty-five fungal taxa were identified during the decomposition process of
Pandanus penetrans leaves which were used as baits by hanging them on the host
plants in Suthep Pui National Park. Distinct fungal communities were observed in
sequence on the leaf baits, with different species being dominant at each succession
stage. The greatest fungal diversity occurred between months 7 and 12 (mature stage).
At month 18, the fungal communities had decreased in number and the leaf baits had
completely decayed. Only half of the fungi occurred on both baits and natural leaves
of P. penetrans. Thus, examination of both leaf baits at different stages of
decomposition and naturally occuring leaves is recommended to obtain better
understanding of fungal biodiversity.

Twenty-three fungi were identified from samples showing symptoms of
anthracnose on leaves, leaf blast or leaf spots. The relationships between pathogens
and saprobes were determined by pathogenicity testing. Selected pathogens and
saprobes including Acremonium, Cladosporium, Colletotrichum, Curvularia,
Fusarium, Guignardia, Oxydothis, Phomopsis and Xylaria were inoculated on host
leaves to test their pathogenicity. Colletotrichum gloeosporioides, Curvularia lunata,
Fusarium oxysporum, Guignardia sp. and Phomopsis sp. caused disease lesions on
the leaves of Dracaena or Pandanus species. This result confirms earlier reports that
many fungal pathogens may be live in their host, long after the host is dead.

The phylogeny of the family Magnaporthaceae and allied genera were
investigated using individual and combined analyses of 18S and 28S nuclear
ribosomal DNA (rDNA) gene fragments. New DNA sequences representing 6 genera
from Magnaporthaceae were analyzed phylogenetically based on Bayesian, likelihood
and parsimony methods. Magnaporthaceae, encompassing genera such as
Buergenerula, Gaeumannomyces, Magnaporthe, Mycoleptodiscus, Ophioceras,
Pseudohalonectria and Pyricularia constitute a strongly supported monophyletic
clade. Phylogenies indicate that Magnaporthaceae bears close phylogenetic affinities
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with the order Diaporthales and Ophiostomatales. However, there appears to be
sufficient evidence to establish a new order to accommodate the Magnaporthaceae.
Results also indicate that Ophioceras is probably monophyletic with the exception of
O. tenuisporum. Magnaporthe salvinii is more closely related to Gaeumannomyces
than M. grisea, which clusters with Pyricularia borealis. The placement of
Mycoleptodiscus  coloratus and Ceratosphaeria lampadophora within the
Magnaporthaceae is confirmed. Molecular data also provides further evidence to
support the association of several anamorphic genera within the ascomycetous
Magnaporthaceae. The phylogenetic significance of several morphologies currently

used in the classification of members among Magnaporthaceae is discussed.

Key words: Dracaena lourieri, Pandanus amaryllifolius, P. odoratissimus, P.
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